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Addendum 1. Original articles assessing female reproductive tract microbiome in obese patients.

ABTOpBI MarepuaJbl 1 METObI Hccnenyempblie rpynibl PesyabTar
Authors Materials and Methods Study groups Result
Mukpo6uoM BYJIbBBI /
Hebepemennvie nayuenmxu |
Vongsa et Crpana: CIIIA O6bexT uccnenoBanus: 20 VY NanueHToK ¢ O)KUPEHUEM
al., 2019 Meron: 3JI0POBBIX KCHIIUH C HaOmoancs caBur pH ByJIEBBI B
[64] MMUPOCEKBEHUPOBAHNE HopMmasibHbIM UMT 18-25 IIEIOYHYI0 CTOPOHY, a TaK)Ke
amrmkoHa FLX ¢ kr/M? u 20 TIAIUEHTOK ¢ yBEJIMYEHUE O~ U -
MOAU(PUIIMPOBAHHBIM MIPU3HAKAMU OKUPEHHUS pa3zHooOpasus. Y KeHIIUH
mrpux-kojaom 168 pPHK (UMT > 30 xr/m?). KOHTPOJIbHOM TPYMIIHI (C
(bTEFAP™), Bospacr: 18-35 ner HopmanbHeiM UMT) mocToBepHO
CekBenarop: Genome Jaie BhISBIBUIACH
Sequencer FLX System JAKTOOAKTEPHUH, B TO BPEMSI Kak
y TAIMEHTOK C O)KUPEHUEM —
Corynebacterium u
Anaerococcus
Country: USA Study: 20 healthy women Obese patients showed an
Assay: 16S rRNA barcode with normal BMI 18-25 alkaline shift in vulvar pH as
modified Tag-encoded FLX | kg/m? and 20 patients with | well as higher a- and B-diversity.
amplicon pyrosequencing signs of obesity (BMI > 30 In control group (with normal
(bTEFAP™), kg/m?). BMI), Lactobacillus abundance
Sequencer: Genome Age: 18-35 years was found significantly more
Sequencer FLX System frequently, whereas in obese
patients, Corynebacterium and
Anaerococcus dominated
Mukpo6uom Baarajauma / \/aginal microbiome
Hebepemennvte nayuenmxu | Non-pregnant patients
Fettweis Crpana: CIIA OOBEKT HCCIeI0BAHNS: He Ob110 BBISIBIEHO KOppensLun
etal., Meton: 1268 xeHIIMH OakTepuii, aCCOMUPOBAHHBIX C
2014 BBICOKOITPOU3BOIUTEIILHOE appUKaHCKOTO OaxkTepraIbHBIM BarMHO30M, C
[65] cexBeHupoBanue /65 pPHK, IIPOUCXOXKACHUS U 416 HNMT y nmanueHToK
peruon V1-V3. JKEHILNH €BPONEHCKOTO €BPOIEHCKOTO M aQpUKAHCKOTO
Cexsenarop: Roche 454 GS MIPOUCXOXKICHHUSL. MIPOUCXOKIACHUS
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FLX Titanium platform

Country: USA
Assay: High-throughput
16S rRNA (V1-V3 region)
sequencing.
Sequencer: Roche 454 GS
FLX Titanium platform

Paszpnenenus Ha rpynmst ¢
OKHpEHHUEeM U 0e3 HEero He
MMPONU3BOANIIOCH, BBIITIOJIHCH
TOJBKO KOPPETALIMOHHBIN
a"nanuz UMT u
KOMITOHEHTOB MUKpOOHOMa.
Bospacr: 18-44 rona
Study: 1268 women of
African descent and 416
women of European
descent. No obese and non-
obese stratification, only a
correlation analysis between
BMI and microbiome
constituents was performed.
Age: 18-44 years

No correlation was found
between bacteria associated with
bacterial vaginosis and BMI in
patients of European and African
descent

Sietal.,,
2017
[66]

Crpana: IOxnas Kopes
Meton:
BBICOKOTIPOU3BOAUTEIILHOE
cekBenupoBanue /65 pPHK,
peruoH V4.
Cexsenatop: lllumina
MiSeq

Country: South Korea
Assay: High-throughput
16S rRNA (region V4)
sequencing.
Sequencer: Illumina MiSeq

OOBeKT ucciae10BaHus:
542 HeOepeMEeHHBIX,
BKJTIOUast 222 MalueHTOK U3
MOHO3UTOTHBIX U 56 U3
JU3UTOTHBIX JBOCH.
Pacnipenenenue no UMT:
MAIUEHTKH C Je(QUITUTOM
maccol Tema (MMT < 18,5
kr/M?, N = 13), MalMeHTKy ¢
HOpMaJIbHOM Maccoi Tena
(UMT = 18,5-24,9 xr/m?, n
=367), malMeHTKH C
M30BITOYHON Maccol Tena
(UMT = 25,0-29,9 kr/m?, n
= 138), nalueHTKu ¢
MIPU3HAKaMHU OKUPEHUS
(UMT > 30 kr/m?, n = 24).
Bo3spact: 39-65 ner (c
paszaeneHueM Ha
MOJATPYIIBL: MATUECHTKU
PENpPOAYKTUBHOTO
BO3pacTa, a TaKXe B Ipe- U
MMOCTMEHOTIAY3€)
Study: 542 non-pregnant
women, including 222
patients from monozygotic
and 56 from dizygotic twin
pregnancies.

BMI distribution:
underweight patients (BMI
< 18.5 kg/m?, n = 13),
normal weight patients
(BMI =18.5-24.9 kg/m2, n
= 367), overweight patients
(BMI = 25.0-29.9 kg/m?, n
= 138), patients with obesity

VY ManueHToK ¢ 0XKUPCHUEM
HaOTIOIAeTCS YBEIMYCHHE
0aKTepHaIbLHOTO pa3HO00pasus
(kak B mpe-, Tak U B
MOCTMEHOIAy3€e) M KOJINYECTBA
MUKPOOPTaHU3MOB poOJia
Prevotella.
Brigasiena accormanus
YBEJIIMYCHUS KOJINYECTBA
Prevotella ¢ reneTnyeckum
noaumopduzmom IL-5

Obese (both pre- and
postmenopause) patients have
higher bacterial diversity and

abundance of Prevotella species.
An association between
increased Prevotella abundance
and IL-5 genetic polymorphism
found




signs (BMI > 30 kg/m?, n =
24).

Age: 39-65 years (divided

into subgroups: patients of

reproductive age, as well as

pre- and postmenopause)

Tortelli et Crpana: CHIA OOBEKT HCCIIeI0BAHNUA: He ObL10 BBISIBIICHO
al., 2020 Mertox: 299 malueHToK, U3 Hux 15 — JIOCTOBEPHBIX Pa3INunil BO
[67] BBICOKOTIPOU3BOIUTEILHOC ¢ 1e(pUIIUTOM MacChI Telia BcTpeuaemoctu Candida y
cexBenupoBanue /6S pPHK, | (UMT < 18,5 kr/m?), 103 — MalUeHTOK C HU3KOM,
peruoH V4 (TONBKO ¢ LIeNbl0 | ¢ HOPMAJIBHON Maccoi Tena HOPMaJbHOU U U30BITOYHOM
OIpe/ieIeHNs BUIOB (UMT = 18,5-24,9 kr/m?), maccoi tena. Onqnako Candida
Lactobacillus), ITLP (ms 48 — ¢ u30BITOYHOI Maccon JIOCTOBEPHO YaIe
OTIpeIeTICHHUS BUJIOB tema (MMT 25-30 kr/m?), | o6HapyXHBanach y MalMEHTOK C
IPOXKENnoa00HbIX TprOoB | 78 — ¢ oxxupenuem (MMT > |  oxupenueM. Bo Bcex ciydasx
poaa Candida). 30 kr/m?). konorm3anus Candida nmerna
Cexsenarop: lllumina Miseq Bospact: 14-45 ner JIOCTOBEPHYIO TOJOKHUTEIbHYIO
KOPPETSALMOHHYIO CBS3b C L.
iners
Country: USA Study: No significant differences in
Assay: High-throughput 299 patients, with 15 Candida prevalence were found
16S rRNA (V4 region, underweight (BMI < 18.5 between underweight, normal-
specific for Lactobacillus kg/m?), 103 normal weight | weight and overweight patients.
spp. only) sequencing, PCR | (BMI = 18.5-24.9 kg/m?), However, Candida prevalence
(for Candida spp.). 48 overweight (BMI 25-30 | was significantly higher in obese
Sequencer: lllumina Miseq | kg/m?), 78 obese (BMI > 30 | patients. In all cases, Candida
kg/m?) subjects. colonization showed a significant
Age: 14-45 years positive correlation with L. iners
Allen et Crpana: CIIA OOBeKT ucciae10BaHus: Y nanueHTok ahpuKaHCKOTro
al., 2022 Mertox: 367 manueHToK ¢ MIPOUCXOXKICHHS C H30BITOYHOM
[68] BBICOKOIIPOU3BOAUTEIILHOE M30BITOYHON Maccoil Tena MAaCCOM Tella WK OKUPEHUEM

cekBeHupoBanue /68 pPHK,
peruonst VI1-V3.
Cexsenarop: 454 GS FLX
Titanium sequencer

Country: USA
Assay: High-throughput

unu oxxupenuem (UMT >
25 xr/m?), 367 mauueHToK ¢
HOpMaJIbHOW Maccoil Tena.
Bospacrt: 18-40 ner

Study:
367 overweight or obese

HaO0JII01aI0Ch YBETUYCHHE 0L
pa3zHOO0pa3us U CHUKCHHE
kosmyectBa Lactobacillus spp.
BO Bjarajuiie. Y NaiueHTOK
€BPOIENCKOr0 MPOUCXOKICHUS
JOCTOBEPHBIX pa3Inyui MEXKIY
MAlUEHTKaMU C HOPMaJIbHOM
MaccoH Tena U ¢ 0KUPEHUEM
BBISIBJICHO HE ObLT0. Y
nanueHTok ¢ UMT > 25 kr/m?
JIOCTOBEPHO BBISIBIISITUCH
Takconsl Prevotellaceae,
Coriobacteriaceae, Mobiluncus,
Saccharibacteria, Megasphaera.
H3BecTHO, 9TO JaHHEIC
0aKTepHH aCCOIMMPOBAHHBI C
OaxkTepuaIbHBIM BarHHO3aMHU U
MPEXIEBPEMEHHBIMU POJaMU
[69, 70].
Overweight or obese patients of
African descent had higher a-




16S rRNA (regions V1-V3)
sequencing.
Sequencer: 454 GS FLX
Titanium sequencer

patients (BMI > 25 kg/m?),
367 patients with normal
body weight.
Age: 18-40 years

diversity and lower vaginal
Lactobacillus spp. abundance
were observed. Patients of
European descent showed no
significant differences between
normal body weight and obese
patients. Patients with a BMI >
25 kg/m?, the tax a
Prevotellaceae,
Coriobacteriaceae, Mobiluncus,
Saccharibacteria, Megasphaera
were reliably detected known to
be associated with bacterial
vaginosis and premature birth
[69, 70]

Raglan et
al., 2021
[59]

Crpana: BenukoOpuranus
Meron:
BBICOKOITPOU3BOIUTEIILHOE
cekBeHnupoBanue /65 pPHK,
peruon V1-V2.
Cexsenarop: lllumina
MiSeq

OOBEKT UCCIIENOBAHNA:
4?2 manyeHTKu ¢
MPU3HAKaMU OKUPEHUS
(MUMT > 30 xr/m?), 67
JKEHILIMH KOHTPOJIBHOMN
IpyMNIibl 6€3 OKUPEHHS
(UMT < 30 kr/m?).
Bospact: 20-75 ner (6e3
pas3JiesieHrs Ha MOATPYTIIbI)

[TanmeHTKH ¢ OKUPEHUEM UMENH
OoJbIiee pa3HOOOpasue
BJIATJIAIITHOTO MUKpOOHOMa,
MEHBIITYIO YaCTOTY
BCTPEYAEMOCTH MUKpOOHOMa, B
KOTOPOM JJOMHHHUPOBAIIN
Lactobacillus.

VY XKEHIIVH C 0KUPEHUEM Ha
YpOBHE BHUJIa IOCTOBEPHO Yallle
BeIsIBIIsLIMCH Dialisterspp.,
Anaerococcus vaginalis,
Prevotella timonensis, a Takxe
O0TMEUaIoCh CHI)KEHHE
xonmyectsa Lactobacillus
crispatus.

Ha ypoBne nopsiaka y
MAUEHTOK C 0)KUPEHUEM
Ha0JII01a7I0Ch YBEIMYCHHE
Bacteroidales and Clostridiales,
a Taxke pona Prevotella u
¢buryma Actinobacteria. ¥
MAIMEeHTOK 0€3 0KUPEHUs
JIOCTOBEPHO Yalll€ BBIABIISIUCH
OakTepuu mopsaka
Lactobacillales.
Dkcrpeccust
MIPOBOCHANUTEIbHBIX [IUTOKUHOB
—IL-1B, IL-6, IL-8, MIP-1q,
IFNy u TNFa; a Takxke
MIPOTUBOBOCHAIUTCIBHOT'O
nutokuHa IL-4 Obuia BhIIIE Y
MAIUEHTOK C O)KUPCHHUEM.
Oxkcmpeccust [IL-8 u IL-1B u
UMea JOCTOBEPHYIO
KOPPEJSIUI0 ¢ 0aKTepHUaIbHBIM
pazHooOpa3uem.

VY manueHToK nocie




Country: Great Britain
Assay: High-throughput
16S rRNA (region V1-V2)
sequencing.
Sequencer: Illumina MiSeq

Study:

42 patients with signs of
obesity (BMI > 30 kg/m?),
67 women without obesity

(BMI < 30 kg/m?) in control
group.
Age: 20-75 years (no
subgroup stratification)

IPOBEICHUA0APHATPHUECKON
XUPYPIUHU B CIy4Yae CHIKECHUA
MacCcChI TCJIa 4CPe3 6 Mmec
JOCTOBCPHO YalllC BBIABIIACTCA
MI/IKpO6I/IOM C JOMUHUPOBAHUEM
JaKTOOaKTepuit
Obese patients had a higher
diversity of the vaginal
microbiome, lower prevalence of
Lactobacillus-dominated
microbiome. At the species level,
obese women had significantly
higher abundance of Dialister
spp., Anaerococcus vaginalis,
Prevotella timonensis and lower
level of Lactobacillus crispatus.
At the order level, obese patients
had more Bacteroidales and
Clostridiales as well as the genus
Prevotella and the phylum
Actinobacteria. Normal weight
patients contained significantly
more bacteria of the order
Lactobacillales. Expression of
proinflammatory cytokines IL-
1B, IL-6, IL-8, MIP-10, IFNy
and TNFa, as well as the anti-
inflammatory cytokine IL-4 was
higher in obese patients.
Expression of IL-8 and IL-18
significantly correlated with
bacterial diversity. Six months
after bariatric surgery, patients
with weight loss had
significantly more often
Lactobacillus-dominated
microbiome

Zheng et
al., 2024
[63]

Crpana: Kurait
Meron:
BBICOKOIIPOU3BOAUTEIIEHOEC
MOJTHOTCHOMHOE
CEKBEHHPOBAHUE «METOJIOM
JIPOOOBHKAY.
Cexsenatop: lllumina
HiSeq X

OOBEKT UCCIIENOBAHNA:
11 sxenmmu ¢ CIIKA n
0)KUpPEHUEM, 8 — C
oxxupenuem 6e3 CITKA, 8 —
¢ CIIKS 6e3 oxupenwus, 14
— 37I0pOBBIC MAIIMEHTKH (0e3
CIIKA u oxupeHust).
Bospact: 18-40 ner

B xoHTpoONBHOM TpyIiIe
KOJIMYCCTBO IIATH IIaTOT'C€HHBIX
(Streptococcus pyogenes,
Leptospira santarosai,
Citrobacter amalonaticus,
Listeria ivanovii, Clostridium
perfringens) u yetbipex
YCIIOBHO-TIATOT€HHBIX OaKkTepuit
(Staphylococcus aureus,
Ralstonia insidiosa,
Corynebacterium diphtheriae,
and Photorhabdus asymbiotica),
a Takke Bupyca Cyprinid
herpesvirus 3 6pUT0 TOCTOBEPHO
HIDKE, YEM B JPYTUX Ipynnax.




Country: China
Assay: High-throughput
whole-genome shotgun

sequencing.
Sequencer: Illumina
HiSeq X

Study:

11 women with PCOS and
obesity, 8 — with obesity
without PCOS, 8 — with

PCOS without obesity, 14
healthy subjects (without

PCOS and obesity).
Age: 18-40 years

KonugectBo Bupycos Human
endogenous retrovirus K,
Pseudomonas phage PA16,
Pseudomonas virus EL,
Pseudomonas phage F10,
HaIPOTHB, OBLTO BHIIIE B TPYTIIE
KOHTPOJIA IO CPaBHCHUIO C
JIPYTUMU TPYIIIIaMU.

Y JKCHIIUH C OKUPCHUCM
HAOJIIOAIOCh YBEITUYCHHE JTOTH
Azospira oryzae, Citrobacter
amalonaticus, Polynucleobacter
necessaries, Streptococcus
pyogenes, Staphylococcus
aureus, Pseudonocardia
dioxanivorans. Y manueHTok ¢
couetanuem CIIKS u oxxupenust
HaOJII0JAJIOCh JOCTOBEPHOE
yBeJIn4eHue OakTepuil po1oB
Polynucleobacter, Azospira,
Citrobacter,
Epsilonproteobacteria, a Takkxe
cemeiictB Pseudonocardiaceae
Staphylococcaceae
Control group: abundance of five
pathogenic (Streptococcus
pyogenes, Leptospira santarosai,
Citrobacter amalonaticus,
Listeria ivanovii, Clostridium
perfringens) and four
opportunistic bacteria
(Staphylococcus aureus,
Ralstonia insidiosa,
Corynebacterium diphtheriae,
and Photorhabdus asymbiotica),
as well as the Cyprinid
herpesvirus 3, was significantly
lower than in other groups. On
the contrary, abundance of
Human endogenous retrovirus K,
Pseudomonas phage PA16,
Pseudomonas virus EL,
Pseudomonas phage F10 viruses
was higher in control vs. other
group. In obese women, higher
percentage of Azospira oryzae,
Citrobacter amalonaticus,
Polynucleobacter necessaries,
Streptococcus pyogenes,
Staphylococcus aureus,
Pseudonocardia dioxanivorans
was observed. Patients with




combined PCOS and obesity had

significantly more abundant
bacteria of the genera
Polynucleobacter, Azospira,
Citrobacter,
Epsilonproteobacteria, as well as
the families Pseudonocardiaceae
Staphylococcaceae

Bepemennvie nayuenmxu / Pregnant patients

Faucher
etal.,
2020
[62]

Crpana: CIIA
Merton:
BBICOKOITPOU3BOUTEIILHOE
cexBeHupoBanue /6S pPHK,
peruoH V4.
Cexsenarop: lllumina
MiSeq

Country: USA
Assay: High-throughput
16S rRNA (region V4)
sequencing.
Sequencer: Illumina MiSeq

OOBeKT uccae10BaHus:
15 GepeMeHHBIX ¢
oXXupeHueM (6 — ¢ nepBoit
CTEIEHbIO OXKUpEeHUs, 9 — co
BTOPOH CTEINEeHb10), 6 — 6e3
oxupenusi. O0pasisl
NoJIyyasid Ha cpoke 27-29
HeJeNb, 3aTEM Ha Cpoke 36—
39 nenens. O6pasubl Opanu
13 2 TOYEK: peaIBepus
BJIArajuila U 33HETO CBOJA
BJIaraJIMIIA.
Bospact: 27-32 rona

Study:

15 obese pregnant women
(6 — first degree obesity, 9 —
second degree obesity), 6
without obesity. Samples
were obtained at gestational
age of 27-29 as well as 36—
39 weeks. Samples were
collected from 2 niches: the
vestibule of the vagina and
the posterior fornix of the
vagina.

Age: 27-32 years

Anbda-pazHoobpasue y
MAIUCHTOK C O)KUPCHUEM OBLIO
BBIIIC U B IIPECAABCPUN U B
3aJHEM CBOJC BJIarajimiia 1o
CpaBHCHHIO C ITALITUCHTKAMHU U3
KOHTPOJIBHOM I'PYIIIBI; B
MpeAJIBEPHUH Bllarajlnina
HaOJIOaJINCh IOCTOBEPHBIC
pa3ianuua MEXKAY MallUCHTKaAMH C
HOPMAJIBHOM MacCoH Tela U
MalUCHTKAMH C OKUPCHUEM
BCEX CTEMNEHEH. Y MalMeHTOK C
OKHpeHueM Ha cpoke 36-39
HEACJIb BO BJIaraJmiie
Ha0II01a710Ch yBeNn4YeHue [3-
pa3HooOpa3us 1Mo CpaBHEHHUIO C
rpynnoit koutposisi. Ha cpoke
27-29 Henenb y MaMEHTOK C
IIpHU3HAKaMU OKUPEHUA
JIOCTOBEPHO BBIIIIE OBLIO
cozepxanue 6akepuit pumyma
Bacteroidetes
Alpha diversity was higher in
both the vestibule and posterior
fornix of the vagina in obese
patients compared to controls;
significant differences were
observed in the vestibule of the
vagina between normal-weight
patients and patients with all
obesity degrees. Increased [3-
diversity was observed in the
vagina in obese patients at
gestational age of 36—-39 weeks
compared to controls.
Bacteroidetes abundance was
significantly higher in obese
patients at gestational age of 27—
29 weeks

Ingram et
al., 2024
[71]

Crpana: CIIA
Meton:
BBICOKOIIPOU3BOIUTENILHOE
cekBeHupoBanue /65 pPHK.

OOBEKT UCCACIOBAHMS:
23 310pOBBIX KEHIIUHBI C
HopMaibHbIM UMT, 22
JKEHIIUHBI ¢ U30BITOYHOM

VY nauuMeHTok ¢ 0XKUPEHUEM 0.
pazHooOpasue u pH Bnaranuia
OBLIH BBIIIIE, YEM Y TAIIHEHTOK C

HOPMaJIbHOM Maccoi Tela, a




Cexsenatop: lllumina
MiSeq

Country: USA
Assay: High-throughput
16S rRNA sequencing.
Sequencer: Illumina MiSeq

¢ o)kupeHueM. Maszku u3

18-24, 26-30 u 34-37
Heensax 0epeMEeHHOCTH

Study:

23 healthy women with
normal BMI, 22 overweight
women, 22 obese patients.

Vaginal smears were
collected at gestational age
of 10-14, 18-24, 26-30,
and 34-37 weeks

Maccoii Tena, 22 malueHTKH

Biaranuia opanu va 10-14,

YPOBCHB I'NTUKOI'CHA
YBEINYUBAJICA JOCTOBEPHO
6I>ICTpee C TCUCHUCM CPOKa

o0epemeHHOCTH. OTHOCUTENHHOE
konmaectBo Peptoniphilus u
ANnaerococcus yBeIuInuBaIoch y
IIAaIUECHTOK C A30BITOYHON
HOPMaJbHOW MacCOi Tena 1
oxupenueMm Ha 10-14 nvenensx
OepeMEeHHOCTH
Obese vs. normal-weight patients
had higher a-diversity and
vaginal pH, with glycogen levels
increased significantly faster
during pregnancy. The relative
abundance of Peptoniphilus and
Anaerococcus increased in
overweight, normal-weight, and
obese patients at gestational age
of 10-14 weeks

MuKpoOHOM HEePBUKAJBLHOIO KaHaga / Ccrvical conal microbiome

Hebepemennvte nayuenmxu | Non-pregnant patients

Ohetal.,
2015
[60]

Crpana: IOxnas Kopes
Meton: ammuudukanus
1eneBbIx pparmeHToB 16S
pPHK, peruonsl V1-V3;
POCEKBEHUPOBAHHUE.
CexBenarop: Roche/454 GS
Junior system

Country: South Korea
Assay: amplification of
16S rRNA (regions V1-V3)
target fragments;
pyrosequencing.
Sequencer: Roche/454 GS
Junior system

OOBEKT UCCIIENOBAHHUS:
57 nauueHToK ¢
LEPBUKAITBHOMN

MHTPa’IUTEINATBHOM
neorutasueii (CIN), 76
3JI0POBBIX )KEHIIUH —
KOHTPOJIbHASI TPYTINA.
Bospact: 18-65 ner.
[IpoBoaniicsa aHanus
MHUKpOOHOMa y MAIMEHTOK
mosoxe 50 u crapure 50 et
(BHE 3aBUCUMOCTH OT
KJIINHAYECKOU IIpe- U
MIOCTMEHOMAY3bl)

Study:

57 patients with cervical
intraepithelial neoplasia
(CIN), 76 healthy women —
control group. Age: 18-65
years. Microbiome analysis
was performed in patients
younger than 50 and older
than 50 years (regardless of
clinical pre- and

postmenopause)

NMT umeer oOpaTHYIO
KOPPCIKINNOHHYIO CBA3b C
kondectBoM L. crispatus u
MPSIMYIO KOPPEISALUOHHYIO CBA3b
¢ KomyecTBOM L. Iners.
Cootnorurenue L. iners/L.
crispatus 0CTOBEPHO BBIIIE Y
MOJOABIX KCHIIINH C
OXKHPEHHEM, B TO BpEMS KaK y
nanueuTok ¢ CIN BHe
3aBUCHUMOCTH OT BO3pacTa, a
TAK¥XKE JKCHIIUH CTapLICTrO
BO3pAacTa ¢ 0)KUPEHUEM OTINYUN
OT XCHIIIHUH C HOpM&J’ILHOfI
MaccoM Tena He HaOJIr01aI0Ch.
BMI inversely and directly
correlated with L. crispatus and
L. iners abundance, respectively.
The L. iners/L. crispatus ratio is
significantly higher in young
obese women, whereas patients
with CIN regardless of age, as
well as older obese women had
no differences with normal body
weight subjects

Mukpo6uom MaTkm / | lcrine microbiome

Hedepemennvie nayuenmsu | Non-pregnant

atients

Kaakoush
etal.,

Crpana: ABcTpanus
Metoa: ceKBEeHUpOBaHHE

OOBEKT UCCIIETOBAHHUS:

70 XEHIIINH B

YV manueHToK ¢ pakom

OHJAOMCTpPHUS B ITOJTOCTH MATKHU




2022
[72]

aAMIUTMKOHA TPAHCKPUIITA
16S pPHK (cexBeHUpOBaHUE
k/IHK, nomyuenHoii nocie
00paTHOM TPaHCKPHITITII
PHK mno3BosieT BBISIBUTH
TOJIBKO JKMBBIE OAKTCPUH).
Cexsenarop: lllumina
MiSeq

Country: Australia
Assay: 16S rRNA transcript
amplicon sequencing
(sequencing cDNA obtained
after RNA reverse
transcription allows to detect
only live bacteria).
Sequencer: Illumina MiSeq

nocTMeHonay3e, U3 Hux 17
MAIUEHTOK C PaKOM
supomerpust u UMT < 27
Kr/M?, 23 MaHeHTKH ¢
paKkoM SHIOMETPUS U
oxxupenuem (UMT > 30
Kr/m?), 18 sKeHumH —
KOHTpPOJIbHAS TpyIina 6e3
paka SHIOMETpUS U
OXXUpeHus, 12 )KeHIUH —
KOHTpOJIbHAS rpynma 6e3
paka SHAOMETpHUS C
OKUPECHHUEM.
Bospact: 59-69 ner

Study:

70 postmenopausal women,
including 17 patients with
endometrial cancer and BMI
< 27 kg/m?, 23 patients with
endometrial cancer and
obesity (BMI > 30 kg/m?),
18 women — control group
without endometrial cancer
and obesity, 12 women —
control group without
endometrial cancer with
obesity. Age: 59-69 years

qani€ BbISABJIIAINCH
MUKPOOPTaHMU3MBI poJia
Proteobacteria, B To Bpems kax B
TpyuIle 340pOBBIX KEHIITUH
npeobiiagany OaKTepuu PoJoB
Lactobacillus,
Acinetobacter,Chryseobacterium
u Streptococcus. Y 310poBbIX
JKCHIIMH HAa YPOBHC BUJia B
3HAOMETPUU JOCTOBEPHO Yallle
BhISIBJIsIACh L. iners. Oxkupenue
HE BJIWSJIO HA KOJIMYECTBO
Lactobacillus spp. B
3HJIOMETPUH, OTHAKO Y
MNAaUCHTOK C paKOM SHIAOMCETPHUA
Y O’)KMpEHHEM HaOJII0/1a10Ch
yBenuuenue Proteobacteria
Genus Proteobacteria was more
often detected in the uterine
cavity of patients with
endometrial cancer, whereas in
healthy women, bacteria of the
genera Lactobacillus,
Acinetobacter,
Chryseobacterium and
Streptococcus dominated. At the
species level, L. iners was
significantly more often detected
in the endometrium of healthy
women. Obesity did not affect
endometrial Lactobacillus spp.
abundance, however,
Proteobacteria level was higher
in patients with endometrial
cancer and obesity

Mpumeuanue: UMT — uanexc maccel Tena; [TP — monumepasnas nenHas peakuus;, |L — waTepneiikun;, MIP-1la —

BOCTIAIUTENBbHBIN Oenok makpogaros-la; IFNy — untepdepon ramma; TNFa — dakrop Hekposza omyxonu-aibda;

CIIKS — cunapoM nonukucto3ubix simdaukoB; CIN — nepBukanbHas WHTpasnuTenuanbHas Heoruiasus; kJHK —

xomiemenTapHas JJHK.

Note: BMI — body mass index; PCR — polymerase chain reaction; IL — interleukin; MIP-1a. — macrophage inflammatory

protein-1a; IFNy — interferon gamma; TNFa — tumor necrosis factor-alpha; PCOS — polycystic ovary syndrome; CIN —

cervical intraepithelial neoplasia; cDNA — complementary DNA.






